The title molecule, C 22 H 23 N 3 O 2 , is U-shaped, with a dihedral angle of 80.76 (9) between the indole ring system and the phenyl ring. In the crystal, N-HÁ Á ÁO hydrogen bonds combine with N-HÁ Á Á and C-HÁ Á Á interactions to generate a three-dimensional structure.
Structure description
The molecule of the title compound is approximately U-shaped, Fig. 1 , with the indole ring system and the benzene ring linked by a complex alaninate chain and with a dihedral angle of 80.76 (9) between them. This conformation is supported by an intramolecular C5-H5Á Á ÁCg3 interaction (Table 1) .
In the crystal, classical N3-H3NÁ Á ÁO1 hydrogen bonds together with unusual intermolecular N2-H2NÁ Á ÁCg2 contacts and C20-H20Á Á ÁCg1 interactions combine to generate a three dimensional network, Fig. 2 .
Synthesis and crystallization
To a solution of 2.6 mmol of N-protected methyl -azidoglycinate and 3.12 mmol of diisopropylethylamine (DIEA) in 10 ml of acetone, 2.86 mmol of 2-amino-3-(1H-indol-3-yl)propanoate was added. The reaction mixture was stirred at room temperature. The solvent was evaporated under reduced pressure. The residue was quenched with saturated aqueous solution of ammonium chloride (20 ml) and extracted with methylene chloride (3 Â 20 ml). The organic layer was dried over sodium sulfate (Na 2 SO 4 ) and the 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . With no heavy atoms in the molecule the absolute structure could not be determined reliably.
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Cg1, Cg2 and Cg3 are the centroids of the N3/C15-C17/C22, C1-C6 and C17-C22 rings, respectively. 
Figure 1
The structure of the title compound, showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. H atoms are represented as small spheres of arbitrary radii. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Symmetry codes: (i) −x+1, y−1/2, −z+1/2; (ii) −x+1, y+1/2, −z+1/2; (iii) x+1/2, −y−1/2, −z.
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